10/551964 



YP-US04017CT(711) SEQUENCE ver 2.txt 
SEQUENCE LISTING j^g ^ 

<110> Yamanouchi Pharmaceutical Co., Ltd. w 6UU «* 

Keio university 
Yasunaga, Kunio 
Yamaji, Noboru 
Suda, Toshio 
Oike, Yuichi 

<120> Method of screening anti obesity agents and animal model of obesity 

<130> YK0417PCT711 

<150> JP 2003-163016 
<151> 2003-06-06 

<150> 3P 2004-111500 
<151> 2004-04-05 

<160> 59 

<170> Patentln version 3.1 

<210> 1 

<211> 3028 

<212> DNA 

<213> Homo sapiens 



<400> 1 
gtcttggcct 


caggcctctg 


gcttcttccc 


caaaaccttg 


cagtggggga 


aagggacacc 


60 


ccctcactgg 


gctgaacatt 


actctctcct 


cccccatcgg 


cctcctctcc 


ctccttgctc 


120 


tctctggcac 


cccaattctt 


cctcctctcc 


cccagatgtg 


tctcccctcc 


ccctcgtctt 


180 


ccccctgtct 


ctttctccct 


cttgtaactt 


tgtctctgtc 


atcagttgtc 


tctttcatca 


240 


tttataactg 


aagatggaaa 


ctaaagaagt 


ttcctttctc 


tgtgtctggc 


cccatccctg 


300 


tttctttctt 


ctcatctgcc 


tccctgtggt 


ctctccccat 


cttcccatct 


ctctctgtct 


360 


ctccccatct 


ccccgtctct 


ccctttctct 


gccatctccc 


tatgtctctc 


ccatctccct 


420 


atgcctctcc 


catctccatc 


tgtctgactc 


tctgtattct 


tcagcccctc 


tctgtgactt 


480 


atgaagttcc 


ctccctctct 


actgccaatg 


gggaagccag 


agggggctga 


gggtgggggg 


540 


ccgaggggcc 


cagtgtgggg 


gccccaaccc 


aggcccagag 


cccagcctgg 


cagcctctct 


600 


cagatctggg 


acgaccattt 


cctttttcaa 


ccctggagtc 


cactcgagtt 


actcgggagc 


660 


tcaggatggt 


gcagaccagg 


ggaaggaggt 


gactctcccg 


gcgtgtggct 


ggtcgtcggt 


720 


ggggcctttg 


gacaggtctc 


agaccctggg 


cctgggctct 


gtggggctct 


atgtgagttt 


780 


ctttgtaccc 


ctgggaaatg 


actgcatggt 


tacttccccc 


agttccgtcc 


tcgtgtgatt 


840 


tgacttgtgt 


gaaaatgtga 


ccgagtgtgt 


gggagacaga 


cggtgacctc 


tgtggtgcgg 


900 


tggataggtt 


tccgggtgtc 


aactgtgtgt 


acctgttttg 


tatctgtgca 


ctactgtgtg 


960 


atcacaagaa 


ccaggatgtg 


gacaagcctg 


acacacagat 
Page 


aaagacccac 
1 


tcagcccacc 


1020 







YP-US04017CT(711) SEQUENCE ver 


9 tYt 

c. . LA L 




re atttrrrt 

L. L, a I. L LLLL l 


l l a a y l lu Ly 


atgtgtgtgt 


gaccatattt 


ggaacataca 


y l Ly l Ly ll l 


i oko 


UuuuL L y L L CL 


tntttrranr 

Ly L L L l Lay L 


tgtgtctttt 


taaaaatttt 


ttttaatcaa 


tnanatatrr 
Lyay a LaLLL 


1 1 40 


L L La L L Lu Ly 


aaaaratant 

aaay l a Lay l 


tecaatgeag 


aagtcaagct 


ttatggttat 


a La L Lay y a L 


i 900 


ay y l l Lay a l 


rraatatnar 

l l aa La Ly aL 


aatgtttaqc 


actaacttta 


acatgttaaa 


nrtrtnattr 

y L LL Ly a L LL 


1 9fiO 


r"f-naa - t*n1~ - t-i- 
LLijad Ly LLL 


ttrtrartta 
LLLLLaLLLd 


atatattctc 


tccaatgaca 


agctggtgtg 


c l tggc L LL L 


i 3 9fi 


La Ly l LLjaaa 


aa La LaLLJLL 


tgaattctat 


aacaagctat 


taacaaaatc 


a Ly aa Lay LL 


IjOU 


aa L Ldaa Laa 


ntnrraarar 

y Ly LLddLdL 


tacatggaac 


ttactggcca 


ccaactcaga 


dLLaLddddL 


1 4AO 


LdLdLdLaLa 


LaLaLaLdLd 


cacacacaca 


ccacacacac 


aaacaaaaca 


dddddddCdC 


JL jUU 


raaanaaana 
Laaaijaaa^a 


Lay L La L LaL 


tgtacatatg 


aatactgtcc 


aggatatcag 


atraattatr 
dLLddL La LL 


i ^ao 


aaatrraaoci 

Q a a n_\_Guyy 


1~f 1" c X c\ n t* n t* 

ll l l Ly y Ly l 


tttgtctcac 


agtgttgaat 


atatgaatgc 


LLLLLLdLLd 


i 690 


L a v_ Ly l i_ y 


LaLLaLLLLL 


aacaaataat 


tatgtggact 


caaaatctta 


ratttttatt 

La L L L L La L L 


1DOU 


rrtttfctf t 

LLLLLLLLLL 


LLLLLLLLLL 


ttttttgaga 


cagagtctta 


ctctgtcgcc 


LdyyL Lyyay 


1 740 


Ly Lay Ly y v_ l 


LaL l y l aa l l 


tccgcccccc 


gggttcaagc 


gattctcctg 


LL LLdyLL LL 


i aoo 


rtnantanrt 

L LLJay LdLjL L 


yyydL LdLdy 


geatgggeca 


ccacacccgg 


caaatttttg 


La LLL L Lay L 


1 RAH 


dydydLyyyy 


L L LLaLLd LL 


ttggccaggc 


tggtctcgaa 


ttgetgaect 


Ly LydLLLyL 


1 Q90 


ccyccLLyyc 


C LLLLaaag L 


gctgggatta 


caggegtgag 


ccaccgcgcc 


cagect xaca 


iyou 


tttttatttr 

LLLLLaLLLL 


Laa L La Lddd 


atccagatta 


atccaaaaaa 


cataaatcac 


dly LddLtga 




nntannnttt 
y y LCi y y y ll l 


l LaL l l Laay 


aatatattgt 


ttctatcaca 


atttaaaaat 


L LdLdy L Ly L 


9i no 


yLLLLLLaLa 


1-1-1- a 1-1- 1-1-1-1- 

L L La L L L L L L 


attttaatta 


attaattcct 


cactttatta 


ttatttattt 
LLdLLLdLLL 


91 ^o 


a L La L L La L L 


LdLLLdLLLa 


tttatttatt 


tttgagatgg 


aatttcagtc 


L Ly L Ly LL La 


9990 


yy*- Lyyay Ly 


ratnrnnftn 
La Ly Ly y l Ly 


ctcgatctcg 


gettactgea 


acctccacct 


rrtnnrttra 
LLLyyLLLLa 


99RO 


a n f*a a 1~ 1" c 1 - r* 

ayLaa L ll ll 


l l y l l l Lay L 


ctcccgagta 


gctgggatta 


ctggcgcatg 


LLdLLd Ly LL 


9340 


ranrtaattt 

Lay l Laa L l l 


l Ly La l Ly l l 


agtagagacg 


gggttttagc 


atgttggcaa 


nnatnntttr 
y yd Ly y L L LL 




naartrrtoa 

yuuL lll l y a 


r r*1" c 7\ n n 1" a a 

ll l Lay y Laa 


tccacctgcc 


ccggcctccc 


aaagtgctgg 


lll LLay y La 




Lyay LLuL l y 


LaLLLayaL l 


ttcgctgggt 


gttaatgtgt 


gcgtgcgtgc 


ddd Ly Ly Ly L 


9 *^90 


y *-y *-y Ly l l l 


nt" nT c c a ft* c 
y Ly l l LaL ll 


tgttatgtgc 


ccatatgtgt 


gtgacagctg 


tnntntarat 

Lyy Ly LdLd l 


9 *;ro 


y Ly Lyay l l l 


l Lyay l l aa y 


ctaccttggc 


tggctcccat 


cctggtctct 


l l l T.yy l Ly l 


9£40 


gtgaccgcag 


geaagttget 


LaLLL LL LLL 


y ay ll LLay l 


L L LLLLLyLL 


gtaaaatgag 


2700 


ggtacataca 


gaatccagct 


caggttgtaa 


ggatcaaata 


cgtaaaaggt 


gtggagagtt 


2760 


tagagecaag 


ccctacacac 


ggtaagtccc 


cagtgatgtt 


cctctttcta 


tgtgtggtgt 


2820 


gtgcgtgtct 


ggggctggga 


tcacgcctgg 


ctgccccagg 
Page 


gcctgcagcc 
2 


tcccacgctc 


2880 



YP-US04017CT(711) SEQUENCE ver 2.tXt 
tgggctctgc agtggagggt gtgggggaaa gggagggatg tccaggacac tgacctgtgt 2940 

tatcaggctc tggtggcctg ggcagggggg tctggcaatt ctgtctcatt tctcattcgg 3000 

gaaatgctaa atatttatag tttgggct 3028 

<210> 2 

<211> 1413 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1413) 

<220> 

<221> mat_peptide 
<222> (61) . . (1410) 



<400> 2 
atg ggg aag 
Met Gly Lys 
-20 

gcg teg tgg 
Ala ser Trp 



ccc tgg 
pro Trp 



gcg egg 
Ala Arg 
-1 1 



ctg cgt 
Leu Arg 
-15 

gcg ggc 
Ala Gly 



gcg eta 
Ala Leu 



gee ccg 
Ala Pro 
5 



cag ctg ctg 
Gin Leu Leu 
-10 

cgc tgc acc 
Arg Cys Thr 



etc ctg ctg ggc 48 
Leu Leu Leu Gly 
-5 

tac acc ttc gtg 96 
Tyr Thr Phe val 
10 



ctg ccc ccg 
Leu Pro Pro 
15 



cag aag 
Gin Lys 



ttc acg 
Phe Thr 



ggc get 
Gly Ala 
20 



gtq tgc tgg 
Val cys Trp 



age ggc ccc gca 
ser Gly Pro Ala 
25 



144 



tec acg egg 
Ser Thr Arg 
30 



gcg acg 
Ala Thr 



ccc gag 
Pro Glu 
35 



gee gee 
Ala Ala 



aac gee age 
Asn Ala ser 
40 



gag ctg gcg gcg 192 
Glu Leu Ala Ala 



ctg cgc atg 
Leu Arg Met 
45 



cgc gtc 
Arg val 



ggc cgc 
Gly Arg 
50 



cac gag 
His Glu 



gag ctg tta 
Glu Leu Leu 
55 



cgc gag 
Arg Glu 



ctg cag 
Leu Gin 
60 



240 



agg ctg gcg 
Arg Leu Ala 



gcg gee 
Ala Ala 
65 



gac ggc 

.1 



Asp Gly Ala va 



gee gt^ 



gee ggc gag 
Ala Gly Glu 
70 



gtq cgc 
Val Arg 



gcg ctg 
Ala Leu 
75 



288 



cgc aag gag 
Arg Lys Glu 



age cgc 
Ser Arg 
80 



ggc ctg 
Gly Leu 



age gcg 
ser Ala 
85 



cgc ctg ggc 
Arg Leu Gly 



cag ttg 
Gin Leu 
90 



cgc gcg 
Arg Ala 



336 



cag ctg cag 
Gin Leu Gin 
95 



cac gag 
His Glu 



gcg ggg 
Ala Gly 



ccc ggg 
Pro Gly 
100 



gcg ggc ccg 
Ala Gly Pro 



ggg gcg 

Gly Ala 
105 



gat ctg 
Asp Leu 



384 



ggg gcg gag 

Gly Ala Glu 
110 



cct gec 
Pro Ala 



gcg gcg 
Ala Ala 
115 



ctg gcg 
Leu Ala 



ctg etc ggg 
Leu Leu Gly 
120 



gag cgc 
Glu Arg 



gtg etc 
1 Leu 



va 



432 



aac gcg tec 
Asn Ala Ser 
125 



gee gag 
Ala Glu 



get cag 
Ala Gin 
130 



cgc gca 
Arg Ala 



gee gee egg 
Ala Ala Arg 
135 



ttc cac cag ctg 
Phe His Gin Leu 
140 



480 
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YP-US04017CT(711) SEQUENCE ver 2 . txt 

gac gtc aag ttc cgc gag ctg gcg cag etc gtc acc cag cag age agt 528 

Asp Val Lys Phe Arg Glu Leu Ala Gin Leu val Thr Gin Gin Ser ser 

145 150 155 

etc ate gec cgc ctg gag cgc ctg tgc ccg gga ggc gcg ggc ggg cag 576 

Leu lie Ala Arg Leu Glu Arg Leu Cys Pro Gly Gly Ala Gly Gly Gin 

160 165 170 

cag cag gtc ctg ccg cca ccc cca ctg gtg cct gtg gtt ccg gtc cgt 624 

Gin Gin val Leu Pro Pro Pro Pro Leu val Pro val val Pro val Arg 
175 180 185 

ctt gtg ggt age acc agt gac acc agt agg atg ctg gac cca gee cca 672 

Leu val Gly ser Thr Ser Asp Thr ser Arg Met Leu Asp Pro Ala Pro 
190 195 200 

gag ccc cag aga gac cag acc cag aga cag cag gag ccc atg get tct 720 

Glu Pro Gin Arg Asp Gin Thr Gin Arg Gin Gin Glu Pro Met Ala Ser 
205 ~ 210 " 215 220 

ccc atg cct gca ggt cac cct gcg gtc ccc acc aag cct gtg ggc ccg 768 

Pro Met Pro Ala Gly His Pro Ala val Pro Thr Lys Pro val Gly Pro 

225 230 235 

tgg cag gat tgt gca gag gee cgc cag gca ggc cat gaa cag agt gga 816 

Trp Gin Asp Cys Ala Glu Ala Arg Gin Ala Gly His Glu Gin Ser Gly 

240 245 250 

gtg tat gaa ctg cga gtg ggc cgt cac gta gtg tea gta tgg tgt gag 864 

val Tyr Glu Leu Arg val Gly Arg His val val Ser val Trp cys Glu 
255 260 265 

cag caa ctg gag ggt gga ggc tgg act gtg ate cag egg agg caa gat 912 

Gin Gin Leu Glu Gly Gly Gly Trp Thr val lie Gin Arg Arg Gin Asp 
270 275 280 

ggt tea gtc aac ttc ttc act acc tgg cag cac tat aag gcg ggc ttt 960 

Gly Ser Val Asn Phe Phe Thr Thr Trp Gin His Tyr Lys Ala Gly Phe 
285 290 295 300 

ggg egg cca gac gga gaa tac tgg ctg ggc ctt gaa ccc gtg tat cag 1008 

Gly Arg Pro Asp Gly Glu Tyr Trp Leu Gly Leu Glu Pro val Tyr Gin 

305 310 315 

ctg acc age cgt ggg gac cat gag ctg ctg gtt etc ctg gag gac tgg 1056 

Leu Thr Ser Arg Gly Asp His Glu Leu Leu val Leu Leu Glu Asp Trp 

320 325 330 

ggg ggc cgt gga gca cgt gee cac tat gat ggc ttc tec ctg gaa ccc 1104 

Gly Gly Arg Gly Ala Arg Ala His Tyr Asp Gly Phe Ser Leu Glu Pro 
335 340 345 

gag age gac cac tac cgc ctg egg ctt ggc cag tac cat ggt gat get 1152 

Glu Ser Asp His Tyr Arg Leu Arg Leu Gly Gin Tyr His Gly Asp Ala 
350 355 360 

gga gac tct ctt tec tgg cac aat gac aag ccc ttc age acc gtg gat 1200 

Gly Asp Ser Leu Ser Trp His Asn Asp Lys Pro Phe Ser Thr Val Asp 
365 370 375 380 

agg gac cga gac tec tat tct ggt aac tgt gee ctg tac cag egg gga 1248 

Arg Asp Arg Asp Ser Tyr Ser Gly Asn Cys Ala Leu Tyr Gin Arg Gly 

385 390 395 
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ggc tgg tgg tac cat gcc tgt gcc cac tec aac etc aac ggt gtq tgg 1296 

Gly Trp Trp Tyr His Ala Cys Ala His Ser Asn Leu Asn Gly val Trp 
400 405 410 

cac cac ggc ggc cac tac cga age cgc tac cag gat ggt gtc tac tgg 1344 

His His Gly Gly His Tyr Arg Ser Arg Tyr Gin Asp Gly Val Tyr Trp 
415 420 425 

get gag ttt cgt ggt ggg gca tat tct etc agg aag gcc gcc atg etc 1392 

Ala Glu Phe Arg Gly Gly Ala Tyr Ser Leu Arg Lys Ala Ala Met Leu 

430 ~ * 435 440 

att egg ccc ctg aag ctg tga 1413 

lie Arg Pro Leu Lys Leu 

445 450 



<210> 3 

<211> 470 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Gly Lys Pro Trp Leu Arg Ala Leu Gin Leu Leu Leu Leu Leu Gly 
-20 -15 -10 -5 

Ala Ser Trp Ala Arg Ala Gly Ala Pro Arg Cys Thr Tyr Thr Phe val 
-11 5 10 

Leu Pro Pro Gin Lys Phe Thr Gly Ala val Cys Trp ser Gly Pro Ala 
15 20 25 

Ser Thr Arg Ala Thr Pro Glu Ala Ala Asn Ala ser Glu Leu Ala Ala 
30 ~ 35 40 

Leu Arg Met Arg val Gly Arg His Glu Glu Leu Leu Arg Glu Leu Gin 
45 50 55 60 

Arg Leu Ala Ala Ala Asp Gly Ala val Ala Gly Glu val Arg Ala Leu 
65 70 75 

Arg Lys Glu Ser Arg Gly Leu Ser Ala Arg Leu Gly Gin Leu Arg Ala 
~ 80 85 90 

Gin Leu Gin His Glu Ala Gly Pro Gly Ala Gly Pro Gly Ala Asp Leu 
95 100 105 

Gly Ala Glu Pro Ala Ala Ala Leu Ala Leu Leu Gly Glu Arg val Leu 
110 115 120 

Asn Ala Ser Ala Glu Ala Gin Arg Ala Ala Ala Arg Phe His Gin Leu 
125 130 ~ 135 140 
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Asp val Lys Phe Arg Glu Leu Ala Gin Leu val Thr Gin Gin Ser Ser 
145 150 155 

Leu lie Ala Arg Leu Glu Arg Leu cys Pro Gly Gly Ala Gly Gly Gin 
160 ~ 165 170 

Gin Gin val Leu Pro Pro Pro Pro Leu Val Pro val val Pro val Arg 
175 180 185 

Leu val Gly Ser Thr ser Asp Thr Ser Arg Met Leu Asp Pro Ala Pro 
190 195 200 

Glu Pro Gin Arg Asp Gin Thr Gin Arg Gin Gin Glu Pro Met Ala Ser 
205 210 215 220 

Pro Met Pro Ala Gly His Pro Ala val Pro Thr Lys Pro val Gly Pro 
225 230 235 

Trp Gin Asp cys Ala Glu Ala Arg Gin Ala Gly His Glu Gin Ser Gly 
240 245 250 

val Tyr Glu Leu Arg val Gly Arg His val Val Ser val Trp Cys Glu 
255 260 265 

Gin Gin Leu Glu Gly Gly Gly Trp Thr val lie Gin Arg Arg Gin Asp 
270 275 280 

Gly Ser val Asn Phe Phe Thr Thr Trp Gin His Tyr Lys Ala Gly Phe 
285 290 295 300 

Gly Arg Pro Asp Gly Glu Tyr Trp Leu Gly Leu Glu Pro Val Tyr Gin 
305 310 315 

Leu Thr Ser Arg Gly Asp His Glu Leu Leu val Leu Leu Glu Asp Trp 
320 325 330 

Gly Gly Arg Gly Ala Arg Ala His Tyr Asp Gly Phe Ser Leu Glu Pro 
335 340 345 

Glu Ser Asp His Tyr Arg Leu Arg Leu Gly Gin Tyr His Gly Asp Ala 
350 355 360 

Gly Asp ser Leu Ser Trp His Asn Asp Lys Pro Phe Ser Thr val Asp 
365 370 375 380 

Arg Asp Arg Asp Ser Tyr Ser Gly Asn Cys Ala Leu Tyr Gin Arg Gly 
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YP-US04017CT(711) SEQUENCE ver 2.txt 
385 390 395 



Gly Trp Trp Tyr His Ala Cys Ala His ser Asn Leu Asn Gly val Trp 
400 405 410 

His His Gly Gly His Tyr Arg ser Arg Tyr Gin Asp Gly val Tyr Trp 
415 420 425 

Ala Glu Phe Arg Gly Gly Ala Tyr Ser Leu Arg Lys Ala Ala Met Leu 
430 435 440 

lie Arg Pro Leu Lys Leu 
445 450 

<210> 4 

<211> 1374 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1). .(1374) 

<220> 

<221> mat_peptide 
<222> (73).. (1371) 

<400> 4 

atg gqg acc gcc agg eta cgc aag ctg caa ctg ctg ctt ctg ctg ggc 

Met Gly Thr Ala Arg Leu Arg Lys Leu Gin Leu Leu Leu Leu Leu Gly 

-20 -15 -10 

get tgg agg gcg etc gqa ggt gcc gcg cgt tgc cgc gtc acc eta gtt 
Ala Trp Arg Ala Leu Gly Gly Ala Ala Arg Cys Arg Val Thr Leu val 

ttg tec ccg cag aag gca act age gcc gtc tgc agg age tea gag gcc 
Leu Ser Pro Gin Lys Ala Thr ser Ala val cys Arg Ser ser Glu Ala 
10 15 20 

acc caa gac age gaa ctg gcc acg ctg cgc atg cgc ctg ggt cgc cac 
Thr Gin Asp Ser Glu Leu Ala Thr Leu Arg Met Arg Leu Gly Arg His 
25 30 35 40 

gag gag ctg ctg cgc gcg ctg caa agg cgt gcg gcg gag ggt ggt gcg 
Glu Glu Leu Leu Arg Ala Leu Gin Arg Arg Ala Ala Glu Gly Gly Ala 
45 50 55 

etc gcg gac gag gtq cgc gca ctg cgc gag cac agt etc acc ctg aac 
Leu Ala Asp Glu val Arg Ala Leu Arg Glu His Ser Leu Thr Leu Asn 
60 65 70 

acg cgc ctg gqc cag ctg cgc gcg caa ttg cag cag gag gcg agg gcg 
Thr Arg Leu Gly Gin Leu Arg Ala Gin Leu Gin Gin Glu Ala Arg Ala 
75 80 85 
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gag cct gac ctg ggg gcg gag cct get get gca ctt ggt ttg eta gee 384 
G"lu Pro Asp Leu Gly Ala Glu Pro Ala Ala Ala Leu Gly Leu Leu Ala 
90 95 100 

gag cgc gcg ctg gac get gag gee gaa gcg cgc egg acg acg gca cgc 432 
Glu Arg Ala Leu Asp Ala Glu Ala Glu Ala Arg Arg Thr Thr Ala Arg 
105 110 115 120 

ctg cag cag ctg gac gca cag etc cgt gag cat gcg cag etc atg age 480 
Leu Gin Gin Leu Asp Ala Gin Leu Arg Glu His Ala Gin Leu Met Ser 
125 130 135 

cag cat age age etc etc ggc cgc ctg caa cgc gcg tgc gcg ggc ccg 528 
Gin His ser ser Leu Leu Gly Arg Leu Gin Arg Ala cys Ala Gly Pro 
140 145 ~ 150 

gaa egg gga cag cag cag gtc ctg cca ctg ccc ctg gcg cct ctg gtg 576 
Glu Arg Gly Gin Gin Gin Val Leu Pro Leu Pro Leu Ala Pro Leu VaT 
155 160 165 

cct ctg age etc gtq ggc agt gee age aac ace age agg agg ctg gac 624 
Pro Leu Ser Leu val Gly ser Ala Ser Asn Thr Ser Arg Arg Leu Asp 
170 175 180 

caa act cca gag cac cag aga gag cag age ttg aga cag cag ggg cct 672 
Gin Thr Pro Glu His Gin Arg Glu Gin Ser Leu Arg Gin Gin Gly Pro 
185 190 195 200 

cca tct tct ctg ctg ccc aca ggg cac ctt get gtc ccc aca agg cca 720 
Pro Ser Ser Leu Leu Pro Thr Gly His Leu Ala val Pro Thr Arg pro 
205 210 215 

gtg ggc cca tgg agg gat tgt gca gag get cac ggg gca ggt cac tgg 768 
val Gly Pro Trp Arg Asp Cys Ala Glu Ala His Gly Ala Gly His Trp 
220 225 230 



cag agt gga gtg tat gac ctg egg ctg ggc cgt cgt gta gta gee gtg 
Gin Ser Gly val Tyr Asp Leu Arg Leu Gly Arg Arg val val Ala val 
235 240 245 



816 



tgg tgt gaa cag cag cag gaa ggt gga ggc tgg act gtc ate cag aga 864 

Trp cys Glu Gin Gin Gin Glu Gly Gly Gly Trp Thr val lie Gin Arg 
250 255 260 

egg cag gac ggc tct gtc aac ttc ttc ace aac tgg cag cac tac aag 912 

Arg Gin Asp Gly Ser val Asn Phe Phe Thr Asn Trp Gin His Tyr Lys 
265 270 275 280 

gcg ggc ttt ggg cgt cca gaa gga gaa tac tgg ctg ggc ctg gaa cct 960 

Ala Gly Phe Gly Arg Pro Glu Gly Glu Tyr Trp Leu Gly Leu Glu Pro 
285 290 295 

gtg cat cag gtg aca age cgt ggg gac cac gag ctg ctg ata etc eta 1008 

val His Gin val Thr ser Arg Gly Asp His Glu Leu Leu lie Leu Leu 

300 ~ 305 310 

gag gac tgg ggg ggc cgt gca gca cgc gec cac tac gac age ttc tec 1056 

Glu Asp Trp Gly Gly Arg Ala Ala Arg Ala His Tyr Asp Ser Phe Ser 

315 320 325 

ttg gag cct gag agt gac cac tac cgt ctg egg ctt ggc cag tac cac 1104 

Leu Glu Pro Glu Ser Asp His Tyr Arg Leu Arg Leu Gly Gin Tyr His 
330 335 340 
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gqc gat gcc gga gac tec etc tct tgg cac aat gac aaa cct ttc age 1152 
Gly Asp Ala Gly Asp Ser Leu Ser Trp His Asn Asp Lys Pro Phe Ser 
345 350 355 360 

act gtg gat agg gac aga gac tea tat tct ggt aac tgt gcc ctg tac 1200 
Thr val Asp Arg Asp Arg Asp ser Tyr ser Gly Asn Cys Ala Leu Tyr 
365 370 375 

cat cgt ggg gqc tgg tgg tac cat gcc tgt gcc cac tct aac etc aat 1248 
His Arg Gly Gly Trp Trp Tyr His Ala Cys Ala His Ser Asn Leu Asn 
380 385 390 

gqa gta tgg tat cat gqa gqt cat tac egg age cga tac cag gac ggg 1296 
Gly val Trp Tyr His Gly Gly His Tyr Arg Ser Arg Tyr Gin Asp Gly 
395 400 405 

gtc tac tgg gcc gag ttc cgt gqt ggg gcg tac tct ctg aag aaa get 1344 
val Tyr Trp Ala Glu Phe Arg Gly Gly Ala Tyr Ser Leu Lys Lys Ala 
410 415 420 

gtt atg ttg ace egg ctt gtg cgc ttg tga 1374 
val Met Leu Thr Arg Leu val Arg Leu 
425 430 

<210> 5 

<211> 457 

<212> PRT 

<213> Mus musculus 



<400> 5 

Thr Ala Arg Leu Arg Lys Leu C 

-15 -10 



Met Gly Thr Ala Arg Leu Arg Lys Leu Gin Leu Leu Leu Leu Leu Gly 



Ala Trp Arg Ala Leu Gly Gly Ala Ala Arg cys Arg val Thr Leu val 
-5 -11 5 

Leu ser Pro Gin Lys Ala Thr ser Ala val cys Arg Ser ser Glu Ala 

10 15 20 

Thr Gin Asp Ser Glu Leu Ala Thr Leu Arg Met Arg Leu Gly Arg His 
25 30 35 40 

Glu Glu Leu Leu Arg Ala Leu Gin Arg Arg Ala Ala Glu Gly Gly Ala 
45 50 55 

Leu Ala Asp Glu val Arg Ala Leu Arg Glu His ser Leu Thr Leu Asn 
60 65 70 

Thr Arg Leu Gly Gin Leu Arg Ala Gin Leu Gin Gin Glu Ala Arg Ala 
75 80 85 

Glu Pro Asp Leu Gly Ala Glu Pro Ala Ala Ala Leu Gly Leu Leu Ala 

90 95 100 
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Glu Arg Ala Leu Asp Ala Glu Ala Glu Ala Arg Arg Thr Thr Ala Arg 

105 110 115 ~ 120 

Leu Gin Gin Leu Asp Ala Gin Leu Arg Glu His Ala Gin Leu Met Ser 

125 130 135 

Gin His Ser ser Leu Leu Gly Arg Leu Gin Arg Ala cys Ala Gly Pro 

140 145 150 

Glu Arg Gly Gin Gin Gin val Leu Pro Leu Pro Leu Ala Pro Leu val 

155 160 165 

Pro Leu ser Leu val Gly Ser Ala Ser Asn Thr ser Arg Arg Leu Asp 

170 175 180 

Gin Thr Pro Glu His Gin Arg Glu Gin ser Leu Arg Gin Gin Gly Pro 

185 190 195 ~ 200 

Pro Ser ser Leu Leu Pro Thr Gly His Leu Ala Val Pro Thr Arg Pro 

205 210 215 

val Gly Pro Trp Arg Asp cys Ala Glu Ala His Gly Ala Gly His Trp 

220 ~ 225 230 

Gin Ser Gly Val Tyr Asp Leu Arg Leu Gly Arg Arg val val Ala val 

235 240 " 245 

Trp Cys Glu Gin Gin Gin Glu Gly Gly Gly Trp Thr val lie Gin Arg 

250 255 260 

Arg Gin Asp Gly Ser val Asn Phe Phe Thr Asn Trp Gin His Tyr Lys 

265 270 275 280 

Ala Gly Phe Gly Arg Pro Glu Gly Glu Tyr Trp Leu Gly Leu Glu Pro 

285 " 290 295 

Val His Gin val Thr ser Arg Gly Asp His Glu Leu Leu lie Leu Leu 

300 ^ 305 310 

Glu Asp Trp Gly Gly Arg Ala Ala Arg Ala His Tyr Asp Ser Phe Ser 

315 320 325 

Leu Glu Pro Glu Ser Asp His Tyr Arg Leu Arg Leu Gly Gin Tyr His 

330 335 ~ 340 

Gly Asp Ala Gly Asp ser Leu Ser Trp His Asn Asp Lys Pro Phe Ser 
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345 



350 
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355 



360 



Thr val Asp Arg Asp Arg Asp ser Tyr Ser Gly Asn Cys Ala Leu Tyr 
365 ~ 370 375 



His Arg Gly Gly Trp Trp Tyr His Ala Cys Ala His Ser Asn Leu Asn 
380 385 390 



Gly val Trp Tyr His Gly Gly His Tyr Arg Ser Arg Tyr Gin Asp Gly 
395 400 405 



Val Tyr Trp Ala Glu Phe Arg Gly Gly Ala Tyr Ser Leu Lys Lys Ala 
410 415 420 



Val Met Leu Thr Arg Leu Val Arg Leu 
425 430 



<210> 6 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 



<210> 7 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: an artificially synthesized 
primer sequence 



<210> 8 

<211> 536 

<212> DNA 

<213> Mus musculus 

<400> 8 

gcccatggag ggattgtgca gaggctcacg gggcaggtca ctggcagagt ggagtgtatg 60 

acctgcggct gggccgtcgt gtagtagccg tgtggtgtga acagcagcag gaagtggagg 120 

ctggactgtc atccagagac ggcaggacgg ctctgtcaac ttcttcacca actggcagca 180 

ctacaaggtg tgtgcttgtg gtgggggtgt cagagactgc tgggcagaga ggacgccccc 240 



<400> 6 

ctagactagt tgcaaaggcg tgcggcgg 



28 



<400> 7 
ctagactagt 



ggatccgcag gcttgctttg acttac 



36 
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accctcttcc tcctaccctt ccaggcgggc tttgggcgtc cagaaggaga atactggctg 300 

ggcctggaac ctgtgcatca ggtgacaagc cgtggggacc acgagctgct gatactccta 360 

gaggactggg ggggccgtgc agcacgcgcc cactacgaca gcttctcctt ggagcctgag 420 

agtgaccact accgtctgcg gcttggccag taccacggcg atgccggaga ctccctctct 480 

tggcacaatg acaaaacctt tcagcactgt ggatagggac agagactcat attctg 536 

<210> 9 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 9 

agaggctatt cggctatgac 20 

<210> 10 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 10 

caccatgata ttcggcaagc 20 

<210> 11 

<211> 20 

<212> DNA 

<213> Mus musculus 

<400> 11 

tggcctctgt tatcatgctc 20 

<210> 12 

<211> 20 

<212> DNA 

<213> Mus musculus 

<400> 12 

ctacctacat ccactcctac 20 

<210> 13 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 
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<400> 13 

agaagcttca ccatggggac cgccaggcta c 31 



<210> 14 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 14 

ccgtcgacat tagatcttca caagcgcacaag ccgggtc 39 



<210> 15 
<211> 81 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial sequence: Sequence containing loxP 
<400> 15 

gatccggaac ccttaatata acttcgtata atgtatgcta tacgaagtta ttaggtccct 60 
cgacctgcag cccgggggat c 81 



<210> 16 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 16 

aattaaccct cactaaaggg 20 



<210> 17 

<211> 20 

<212> DNA 

<213> Mus musculus 

<400> 17 

cccactacga cagcttctcc 20 

<210> 18 

<211> 20 

<212> DNA 

<213> Mus musculus 

<400> 18 

agccgggtca acataacagc 20 
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<210> 19 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 19 

gcgttaccca acttaatcg 19 

<210> 20 

<211> 18 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 20 

tgtgagcgag taacaacc 18 

<210> 21 

<211> 22 

<212> DNA 

<213> Mus musculus 

<400> 21 

tcgtgtagta gccgtgtggt gt 22 

<210> 22 

<211> 20 

<212> DNA 

<213> Mus musculus 

<400> 22 

cacctgatgc acaggttcca 20 

<210> 23 

<211> 19 

<212> DNA 

<213> Mus musculus 

<400> 23 

tggttgatcc tgccagtag 19 

<210> 24 

<211> 20 

<212> DNA 

<213> Mus musculus 

<400> 24 

cgaccaaagg aaccataact 20 



<210> 25 
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<211> 23 

<212> DNA 

<213> Mus musculus 



<400> 25 

ccggtacagt gaaactgcga atg 



23 



<210> 26 

<211> 19 

<212> DNA 

<213> Mus musculus 

<400> 26 

acagaaggat tgccgaaac 19 



<210> 27 

<211> 20 

<212> DNA 

<213> Mus musculus 



<210> 28 

<211> 17 

<212> DNA 

<213> Mus musculus 

<400> 28 

cagcggtctg cctgcgg 17 



<210> 29 

<211> 19 

<212> DNA 

<213> Mus musculus 



<210> 30 

<211> 17 

<212> DNA 

<213> Mus musculus 

<400> 30 

ggcccccagg aacttca 17 



<210> 31 

<211> 22 

<212> DNA 

<213> Mus musculus 



<400> 27 

agctgatttg cctctgaatg 



20 



<400> 29 

catggttgga cttcagccc 



19 



<400> 31 

ccgaagtgcc tcccacaacg gt 



22 



<210> 32 
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<211> 21 

<212> DNA 

<213> Mus musculus 



<400> 32 

acgatgctgt cctccttgat g 



21 



<210> 33 

<211> 21 

<212> DNA 

<213> Mus musculus 

<400> 33 

gtgtgataaa gccattgccg t 21 



<210> 34 

<211> 23 

<212> DNA 

<213> Mus musculus 



<210> 35 

<211> 21 

<212> DNA 

<213> Mus musculus 

<400> 35 

gaccctcctc aagtatggcg t 21 



<210> 36 

<211> 21 

<212> DNA 

<213> Mus musculus 



<210> 37 

<211> 23 

<212> DNA 

<213> Mus musculus 

<400> 37 

cacgaggcca tctttgccat get 23 



<210> 38 

<211> 22 

<212> DNA 

<213> Mus muscul us 



<400> 34 

acaaagaegg gatgetgate gcg 



23 



<400> 36 

gtctttgttg acgatggagg c 



21 



<400> 38 

tgagagggaa atcgtgcgtg ac 



22 



<210> 39 



Page 16 



YP-US04017CT(711) SEQUENCE ver 2.txt 

<211> 22 

<212> DNA 

<213> Mus musculus 

<400> 39 

aagaaggaag gctggaaaag ag 22 



<210> 40 

<211> 18 

<212> DNA 

<213> Mus musculus 

<400> 40 

gatggcacgc agccctat 18 



<210> 41 

<211> 22 

<212> DNA 

<213> Mus musculus 

<400> 41 

cgacacggag agttaaagga ag 22 



<210> 42 

<211> 26 

<212> DNA 

<213> Mus musculus 

<400> 42 

cattgttcga tgtgtcgcct tcttgc 26 



<210> 43 

<211> 19 

<212> DNA 

<213> Mus musculus 

<400> 43 

cggagcgcaa tatgaaggt 19 



<210> 44 

<211> 20 

<212> DNA 

<213> Mus musculus 

<400> 44 

caaaaggaag acgacggagc 20 



<210> 45 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 45 
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aaggtaccag tgatgttcct ctttctatg 



29 



<210> 46 

<211> 30 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 46 

tgctagcccg aatgagaaat gagacagaat 30 



<210> 47 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 47 

taggtaccat acagaatcca gctcaggttg 30 



<210> 48 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 48 

ttggtacctt ggctggctcc catcctgg 28 



<210> 49 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 49 

ttggtacctg acctcaggta atccacct 28 



<210> 50 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 
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<400> 50 

aaggtaccag tcttgtcgcc caggctgga 



29 



<210> 51 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 51 

taggtaccat aaatcacatg taactgagg 29 



<210> 52 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 



<210> 53 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 53 

aaggtaccaa caaataatta tgtggactca 30 



<210> 54 

<211> 21 

<212> DNA 

<213> Mus musculus 



<210> 55 

<211> 24 

<212> DNA 

<213> Mus musculus 

<400> 55 

tacctcagtt acatgtgatt tatg 24 



<400> 52 

agctagccca aactataaat atttagcatt 



30 



<400> 54 
gtcttggcct 



caggcctctg g 



21 



<210> 56 
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<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially synthesized 
primer sequence 

<400> 56 

agtctagaat ggggaccgcc aggctacgca agctgc 36 



<210> 57 

<211> 28 

<212> DNA 

<213> Mus musculus 

<400> 57 

aggagatagg aacacccttg ggggtact 



28 



<210> 58 

<211> 1412 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1). .(1374) 



<220> 

<221> mat_peptide 
<222> (73). .(1371) 



<400> 58 
atg gqg acc 
Met Gly Thr 



get tgg agg 
Ala Trp Arg 



gec agg eta 
Ala Arg Leu 
-20 

gcg etc gqa 
Ala Leu Gly 

-5 



cgc aag ctg 
Arg Lys Leu 



gqt gec gcg 
Gly Ala Ala 
-1 1 



caa ctg ctg 
Gin Leu Leu 
-15 

cgt tgc cgc 
Arg Cys Arg 



ctt ctg ctg gqc 
Leu Leu Leu Gly 
-10 

gtc acc eta gtt 
val Thr Leu val 
5 



48 



96 



ttg tec ccg 
Leu ser Pro 
10 



cag aag gca 
Gin Lys Ala 



act age gec 
Thr Ser Ala 
15 



gtc tgc agg 
Val Cys Arg 
20 



age tea gag gee 144 
Ser ser Glu Ala 



acc caa gac 
Thr Gin Asp 
25 

gag gag ctg 
Glu Glu Leu 



age gaa ctg 
ser Glu Leu 
30 

ctg cgc gcg 
Leu Arg Ala 
45 



gee acg ctg 
Ala Thr Leu 



ctg caa agg 
Leu Gin Arg 



cgc atg cgc 
Arg Met Arg 
35 

cgt gcg gcg 
Arg Ala Ala 
50 



ctg gqt 
Leu Gly 



gag gqt 
Glu Gly 



cgc cac 
Arg His 
40 

gqt gcg 
Gly Ala 
55 



192 



240 



etc gcg gac 
Leu Ala Asp 



acg cgc ctg 
Thr Arg Leu 



gag gtq cgc 
Glu val Arg 
60 

gqc cag ctg 
Gly Gin Leu 



gca ctg cgc 
Ala Leu Arg 
65 

cgc gcg caa 
Arg Ala Gin 



gag cac agt 
Glu His Ser 



ttg cag cag 
Leu Gin Gin 
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etc acc 
Leu Thr 
70 

gag gcg 
Glu Ala 



ctg aac 
Leu Asn 



agg gcg 
Arg Ala 



288 



336 
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75 80 85 

gag cct gac ctg ggg gcg gag cct get get gca ctt ggt ttg eta gee 384 
Glu Pro Asp Leu Gly Ala Glu Pro Ala Ala Ala Leu Gly Leu Leu Ala 
90 95 100 

gag cgc gcg ctg gac get gag gee gaa gcg cgc egg acg acg gca cgc 432 
Glu Arg Ala Leu Asp Ala Glu Ala Glu Ala Arg Arg Thr Thr Ala Arc 
105 110 115 ~ 12( 

ctg cag cag ctg gac gca cag etc cgt gag cat gcg cag etc atg age 480 
Leu Gin Gin Leu Asp Ala Gin Leu Arg Glu His Ala Gin Leu Met Ser 
125 130 135 

cag cat age age etc etc ggc cgc ctg caa cgc gcg tgc gcg ggc ccg 528 
Gin His Ser Ser Leu Leu Gly Arg Leu Gin Arg Ala Cys Ala Gly Pro 
140 145 " 150 

gaa egg gga cag cag cag gtc ctg cca ctg ccc ctg gcg cct ctg gtg 576 
Glu Arg Gly Gin Gin Gin val Leu Pro Leu Pro Leu Ala Pro Leu Val 
155 160 165 

cct ctg age etc gtq gqc agt gec age aac acc age agg agg ctg gac 624 
Pro Leu Ser Leu val Gly Ser Ala Ser Asn Thr Ser Arg Arg Leu Asp 
170 175 180 

caa act cca gag cac cag aga gag cag age ttg aga cag cag gqg cct 672 
Gin Thr Pro Glu His Gin Arg Glu Gin Ser Leu Arg Gin Gin Gly Pro 
185 190 195 200 

cca tct tct ctg ctg ccc aca gqg cac ctt get gtc ccc aca agg cca 720 
Pro Ser Ser Leu Leu Pro Thr Gly His Leu Ala val Pro Thr Arg Pro 
205 210 215 



gtq gqc cca tgg agg gat tgt gca gag get cac gqg gca ggt cac tgg 
val Gly Pro Trp Arg Asp Cys Ala Glu Ala His Gly Ala Gly His Trp 
220 225 230 



tgg tgt gaa cag cag cag gaa ggt gga ggc tgg act gtc ate cag aga 
Trp Cys Glu Gin Gin Gin Glu Gly Gly Gly Trp Thr val lie Gin Arg 
250 255 260 



gcg ggc ttt ggg cgt cca gaa gga gaa tac tgg ctg ggc ctg gaa cct 
Ala Gly Phe Gly Arg Pro Glu Gly Glu Tyr Trp Leu Gly Leu Glu Pro 
285 290 295 



768 



cag agt gga gtg tat gac ctg egg ctg ggc cgt cgt gta gta gee gtg 816 
Gin ser Gly val Tyr Asp Leu Arg Leu Gly Arg Arg val val Ala val 
235 240 245 



864 



egg cag gac ggc tct gtc aac ttc ttc acc aac tgg cag cac tac aag 912 
Arg Gin Asp Gly Ser Val Asn Phe Phe Thr Asn Trp Gin His Tyr Lys 
265 270 275 280 



960 



gtg cat cag gtg aca age cgt ggg gac cac gag ctg ctg ata etc eta 1008 

val His Gin Val Thr Ser Arg Gly Asp His Glu Leu Leu lie Leu Leu 

300 " 305 310 

gag gac tgg ggg ggc cgt gca gca cgc gee cac tac gac age ttc tec 1056 

Glu Asp Trp Gly Gly Arg Ala Ala Arg Ala His Tyr Asp Ser Phe Ser 

315 320 ~ 325 

ttg gag cct gag agt gac cac tac cgt ctg egg ctt ggc cag tac cac 1104 
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Leu Glu Pro Glu Ser Asp His Tyr Arg Leu Arg Leu Gly Gin Tyr His 

330 335 340 

ggc gat gcc gga gac tec etc tct tgg cac aat gac aaa cct ttc age 1152 

Gly Asp Ala Gly Asp Ser Leu Ser Trp His Asn Asp Lys Pro Phe Ser 

345 350 355 360 

act gtg gat agg gac aga gac tea tat tct ggt aac tgt gcc ctg tac 1200 

Thr val Asp Arg Asp Arg Asp ser Tyr ser Gly Asn cys Ala Leu Tyr 

365 370 375 

cat cgt ggg ggc tgg tgg tac cat gcc tgt gcc cac tct aac etc aat 1248 

His Arg Gly Gly Trp Trp Tyr His Ala Cys Ala His Ser Asn Leu Asn 

380 385 390 

gga gta tgg tat cat gga ggt cat tac egg age cga tac cag gac gqg 

Gly Val Trp Tyr His Gly Gly His Tyr Arg Ser Arg Tyr Gin Asp Gly 

395 400 " 405 



1296 



gtc tac tgg gcc gag ttc cgt ggt ggg gcg tac tct ctg aag aaa get 1344 
val Tyr Trp Ala Glu Phe Arg Gly Gly Ala Tyr ser Leu Lys Lys Ala 
410 415 420 

gtt atg ttg acc egg ctt gtg cgc ttg tgactgtccc atcagtaccc 1391 
val Met Leu Thr Arg Leu val Arg Leu 
425 430 

ccaagggtgt tcctatctcc t 1412 

<210> 59 

<211> 457 

<212> PRT 

<213> Mus musculus 

<400> 59 

Met Gly Thr Ala Arg Leu Arg Lys Leu Gin Leu Leu Leu Leu Leu Gly 
-20 -15 -10 

Ala Trp Arg Ala Leu Gly Gly Ala Ala Arg cys Arg val Thr Leu val 
-5 -11 5 

Leu ser Pro Gin Lys Ala Thr Ser Ala val Cys Arg ser ser Glu Ala 
10 15 20 

Thr Gin Asp Ser Glu Leu Ala Thr Leu Arg Met Arg Leu Gly Arg His 
25 30 35 40 

Glu Glu Leu Leu Arg Ala Leu Gin Arg Arg Ala Ala Glu Gly Gly Ala 
45 50 55 

Leu Ala Asp Glu val Arg Ala Leu Arg Glu His Ser Leu Thr Leu Asn 
60 65 70 

Thr Arg Leu Gly Gin Leu Arg Ala Gin Leu Gin Gin Glu Ala Arg Ala 
75 80 85 
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Glu Pro Asp Leu Gly Ala Glu Pro Ala Ala Ala Leu Gly Leu Leu Ala 
90 95 100 

Glu Arg Ala Leu Asp Ala Glu Ala Glu Ala Arg Arg Thr Thr Ala Arg 
105 ~ 110 115 120 

Leu Gin Gin Leu Asp Ala Gin Leu Arg Glu His Ala Gin Leu Met Ser 
125 130 135 

Gin His Ser Ser Leu Leu Gly Arg Leu Gin Arg Ala Cys Ala Gly Pro 
140 145 ~ 150 

Glu Arg Gly Gin Gin Gin val Leu Pro Leu Pro Leu Ala Pro Leu val 
155 160 165 

Pro Leu Ser Leu val Gly ser Ala ser Asn Thr ser Arg Arg Leu Asp 
170 175 180 

Gin Thr Pro Glu His Gin Arg Glu Gin Ser Leu Arg Gin Gin Gly Pro 
185 190 ^ 195 200 

Pro Ser Ser Leu Leu Pro Thr Gly His Leu Ala val Pro Thr Arg Pro 
205 210 215 

Val Gly Pro Trp Arg Asp cys Ala Glu Ala His Gly Ala Gly His Trp 
220 225 230 

Gin ser Gly Val Tyr Asp Leu Arg Leu Gly Arg Arg val val Ala Val 
235 240 245 

Trp Cys Glu Gin Gin Gin Glu Gly Gly Gly Trp Thr val lie Gin Arg 
250 255 260 

Arg Gin Asp Gly Ser Val Asn Phe Phe Thr Asn Trp Gin His Tyr Lys 
265 270 275 280 

Ala Gly Phe Gly Arg Pro Glu Gly Glu Tyr Trp Leu Gly Leu Glu Pro 
285 290 295 

val His Gin val Thr Ser Arg Gly Asp His Glu Leu Leu lie Leu Leu 
300 305 310 

Glu Asp Trp Gly Gly Arg Ala Ala Arg Ala His Tyr Asp Ser Phe Ser 
315 320 ~ 325 

Leu Glu Pro Glu Ser Asp His Tyr Arg Leu Arg Leu Gly Gin Tyr His 
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330 335 340 

Gly Asp Ala Gly Asp ser Leu Ser Trp His Asn Asp Lys Pro Phe Ser 

345 350 355 360 

Thr val Asp Arg Asp Arg Asp Ser Tyr Ser Gly Asn Cys Ala Leu Tyr 

365 370 375 

His Arg Gly Gly Trp Trp Tyr His Ala cys Ala His ser Asn Leu Asn 

380 385 390 

Gly val Trp Tyr His Gly Gly His Tyr Arg ser Arg Tyr Gin Asp Gly 

395 400 ~ 405 

val Tyr Trp Ala Glu Phe Arg Gly Gly Ala Tyr ser Leu Lys Lys Ala 

410 415 420 

Val Met Leu Thr Arg Leu val Arg Leu 
425 430 
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